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The present study was conducted to evaluate the cherry tomato genotypes for
growth and yield contributing characters under shade net conditions. Among the
twenty four genotypes used, the tallest plant at final harvest was recorded by the
genotype Pant Cherry Tomato 1 (266.22 cm) while, number of primary branches
plant™ at final harvest was found to be the highest in LE 13 (16.53). The earliest
days to first flowering was noted in LE 315 (26.40 days) which was followed by
IIHR 2753 (27.53 days). The maximum inter nodal length of main stem was
recorded by Pusa Cherry Tomato 1 (3.69) and maximum stem girth was noted in
LE 13 (5.64 cm). Pusa Cherry Tomato 1 recorded the highest number of flowers
cluster (51.20) while, LE 13 recorded the highest number of flowering clusters
(truss) plant® (103.07). The highest number of fruits cluster™ was observed in
Pusa Cherry Tomato 1 (17.07) followed by Pant Cherry Tomato 1 (13.80) and LE
87 recorded the highest number of fruit cluster plant™(59.21). The highest per cent
fruit set was noticed in IIHR 2754 (83.94 per cent) and highest number of fruits
plant™ was recorded by the genotype Pant Cherry Tomato 1 (360.80) followed by
Pusa Cherry Tomato 1 (326.70). The genotypes VGT 95, Pant Cherry Tomato 1
and Pusa Cherry Tomato 1 recorded minimum number of locules (2.00). The
single fruit weight was ranged from 3.28 g (Pant Cherry Tomato 1) to 15.96 g
(ATL-01-19). Pant Cherry Tomato 1 recorded the minimum number of seeds
fruit™ (8.39) with minimum seed weight of 0.0112 g. LE 1223 registered the
highest fruit yield plant™ (1572.36 g) and yield hectare™ (31.45 tonnes).
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Introduction

Tomato [Solanum lycopersicum (L.)] is one of
the most popular and widely grown
Solanaceous fruit vegetable in the world. The
most genetic diversity is found in the wild
relatives of tomato, which show variability for
fruit quality characteristics such as flavour,
aroma, color, and texture (Miller and
Tanksley, 1990). Wild germplasm has been
underutilized for tomato improvement, started
in 1930’s and accelerating to the present time
(Rick, 1986). Cherry tomato [Solanum
lycopersicum (L.) var. cerasiforme Mill.] is a
popular, table purpose tomato with small fruits
with a bright red colour resembling a cherry
and having an excellent taste (Charlo et al.,
2007), which is consumed as fresh vegetable
as well as raw material for processed products
such as juice, ketchup, sauce, canned fruits,
puree, paste and unripe green fruits are used
for preparation of pickles and chutney. Cherry
tomato is the probable ancestor of the
cultivated tomato; its fruits are consumed
more as a fruit rather than as a vegetable. The
wild cherry tomato was first found throughout
tropical and subtropical America and then
propagated in the tropics of Asia and Africa
(Gharezi et al., 2012). This is a warm season
crop and required long growing periods to
reap more harvests and is the most promising
crop under protected structures (Vidyadhar et
al., 2014). Cherry tomatoes, one of the
promising wild types of Solanum, in breeding
programs offers great potential because of
their valuable characteristics in terms of
genetic diversity for selection of parental
material and their broad geographic range.
The first appearance of the cherry tomato on
European markets dates back to the nineteen-
seventies, and was the result of imports from a
number of different regions, firstly the USA
and later Israel and Senegal (Branca and
Leonardi, 1992). Presently, cherry tomatoes
are widely cultivated in Central America and
are distributed in California, Korea, Germany,

Mexico and Florida (Renuka et al., 2014).
About 24.00 per cent of retail sales of
tomatoes in the U.S are contributed by cherry
tomato. They are becoming popular in the
retail chains and marketed at a premium price
compared to regular tomatoes. Cherry tomato
adaptation provides high possibilities for
inclusion in breeding programs, using their
valuable characteristics on genetic diversity
for selecting parents, together with their large
geographical diversity (Medina and Lobo,
2001). Thus, there is a need to increase the
production and productivity of cherry tomato
in the country. In order to produce high
quality fruits with enhanced productivity,
cherry tomato could be grown under shade
houses. With this background the present
investigation aimed to evaluate the cherry
tomato genotypes for growth and yield traits
under shade net condition.

Materials and Methods

The experiment was conducted during 2016-
17 in the University orchard, Department of
Vegetable crops, Horticultural College and
Research Institute, Tamil Nadu Agricultural
University, Coimbatore, Tamil Nadu. Twenty
four cherry tomato genotypes were collected
from various research institutes across the
country viz., Indian Institute of Horticultural
Research, Bengaluru (I1HR 2753, 1IHR 2754,
IIHR 2871, IIHR 2873 and IIHR 2876), Indian
Agricultural Research Institute, New Delhi
(Pusa Cherry Tomato 1), GovindBallabh Pant
University of Agriculture and Technology,
Pantnagar (Pant Cherry Tomato 1) and Tamil
Nadu Agricultural University, Coimbatore
(ATL-01-19, HAT 20, LE 13, LE 87, LE 89,
LE 315, LE 338, LE 598, LE 887, LE 1223,
PAV 2373, VGT 89, VGT 90, VGT 95, VR
35 VRCT 17 and VRCT 155). The
experiment was laid out in a Randomized
Block Design and was replicated thrice. The
seeds were sown in the protrays using
sterilized and enriched coco-peat as growing
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media. The main field was prepared to a fine
tilth and FYM @ 25 t ha™ was applied at the
time of last ploughing. The cherry tomato
seedlings were planted on beds in a paired row
system under shade net house condition. All
the other cultural practices as recommended
(Crop production techniques of horticultural
crops, 2013) were followed as in tomato.
Observations were recorded for different traits
from five plants in each replicated entry
selected randomly and were tagged.

Results and Discussion
Growth contributing characters

In any crop breeding programme, it is
essential to eliminate the undesirable types
which can be achieved by studying the mean
performance of genotypes. The mean
performance of different growth traits of
twenty four cherry tomato genotypes were
presented in Table 1. The plant height at
flowering was found to be the highest in the
genotype IIHR 2753 (116.09 cm) followed by
Pusa Cherry Tomato 1 (114.44 cm) and IIHR
2754 (111.81 cm). The genotype ATL-01-19
recorded the lowest plant height of 61.75 cm
at flowering. The tallest plant at final harvest
was recorded by the genotype Pant Cherry
Tomato 1 (266.22 cm) followed by Pusa
Cherry Tomato 1 (261.86 cm) and IIHR 2753
(229.23 cm). These indeterminate growth
habits are mainly preferred because of their
longer harvest duration Prema et al., (2011a).
These results were in concurrence with the
earlier findings of Nitzsche et al., (2003),
Kumar et al., (2014) and Renuka et al., (2014)
in cherry tomato.

The highest number of primary branches plant’
! at flowering was recorded by the genotype
Pusa Cherry Tomato 1 (11.07) followed by LE
23 (10.67) and IIHR 2754 (10.40). The
number of primary branches plant® at final
harvest was found to be the highest in the

genotype LE 13 (16.53) followed by Pusa
Cherry Tomato 1 (15.00) and LE 87 (14.80).
More number of branches results in more
production of leaves, the size of the leaf and
number of leaves which decides the efficiency
of photosynthesis activity which contributed
towards better growth and yield. Mahendrakar
et al., (2006) and Gomathi (2008) also
observed the similar results of more number of
branches plant™ in tomato. Such information
on variation in number of primary branches
plant® was also available from the studies of
Kumar et al., (2014) and Renuka et al., (2014)
in cherry tomato.

A desirable genotype is one which produces
more flowers in the early phase of crop growth
that would enable to develop early hybrids.
The genotype LE 315 registered the least
number of days taken for first flowering
(26.40 days) followed by IIHR 2753 (27.53
days) and LE 13 (28.53 days), while VRCT
155 was found to be late flowering with 50.60
days. Such earliness could be due to its higher
capacity to make available assimilates to the
apex during the sensitive phase before
initiation Prema et al., (2011a).Peires (2002),
Anand (2007) and Alam et al., (2014) also
reported the contribution of the parents in
developing tomato hybrids with earliness and
these results were found to be similar to the
findings of Prema et al., (2011b) and Kumar et
al., (2014) in cherry tomato.

The genotype LE 315 was found to produce
the first flower at the lowermost node (9.67)
while, the genotype VRCT 155 produce the
first flower at the uppermost node (15.13).
Among the twenty four genotypes, the highest
inter nodal length of main stem was recorded
by the genotype Pusa Cherry Tomato 1 (3.69
cm) followed by IIHR 2754 (3.22 cm)
whereas, the genotype PAV 2373 was
recorded the lowest inter nodal length of main
stem (2.01). The stem girth was found to be
the highest in the genotype LE 13 (5.64 cm)
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followed by LE 87 (4.23 cm) and LE 887
(4.19 cm) while, the genotype IIHR 2876
recorded the lowest stem girth of 2.91.

Yield contributing characters

The mean performance of different yield traits
of 24 cherry tomato genotypes was presented
in Table 2. Among the genotypes, the
genotype Pusa Cherry Tomato 1 recorded the
highest number of flowers cluster? (51.20)
followed by Pant Cherry Tomato 1 (45.13)
and 1IHR 2753 (8.73). The lowest number of
flowers cluster’ (4.20) was noted in the
genotype

VGT 95. These results were in concurrence
with the earlier findings of Reddy et al.,
(2013) in tomato and Nu et al., (1997), Prema
et al., (2011a) and Kumar et al., (2014) in
cherry tomato. Among these genotypes, LE 13
recorded the highest number of flowering
clusters (truss) plant® (103.07) followed by
LE 87 (87.93) and IIHR 2753 (83.80).

Development of genotypes with more flower
number cluster? and more flowering cluster
number plant® helps to increase the vyield
through more fruit number plant®. These
results were in concurrence with the earlier
findings of Samartha et al., (2009) and Reddy
et al., (2013) in tomato and Ceballos-
Aguirreand  Vallejo-Cabrera  (2012) and
Renuka et al., (2014) in cherry tomato.

Fruit number cluster” is an important yield
attributing component in cherry tomato. The
highest number of fruits cluster™ was observed
in Pusa Cherry Tomato 1 (17.07) followed by
Pant Cherry Tomato 1 (13.80), IIHR 2753
(6.20) and LE 13 (5.40), while the least value
was noted in VRCT 155 (2.93). Anand (2007),
Gomathi (2008) and Mohamed et al., (2012)
observed similar results with number of fruits
cluster in tomato and Prema et al., (2011a)
and Kumar et al., (2014) in cherry tomato.

Among the genotypes, LE 87 recorded the
highest number of fruit cluster plant(59.21)
followed by LE 887 (51.56) and IIHR 2754
(50.89).

The lowest number of fruit cluster plant™ was
recorded by the genotype Pusa Cherry Tomato
1 as 19.14. Ramya et al., (2016) also observed
more number of fruit cluster plant™in cherry
tomato. The least number of days (26.67) was
taken for fruit set to fruit maturity by LE 13,
LE 87, PAV 2373 and VRCT 17 and longest
period for fruit set to fruit maturity was
recorded by ATL-01-19 (32.93).

Per cent fruit set is an economically viable
trait in crop like cherry tomato which
ultimately decides the increase in vyield.
Among the 24 genotypes of cherry tomato
taken for the study, the highest per cent fruit
set of 83.94 per cent was noticed in IIHR 2754
followed by IIHR 2873 as 81.85 per cent. Per
cent fruit set was the least in Pant Cherry
Tomato 1 as 31.20 per cent followed by Pusa
Cherry Tomato 1 (34.13 per cent).

The increased fruit set might be due to higher
rate of anther dehiscence and higher pollen
viability. Poongundranar (2001), Rai et al.,
(2005), Anand (2007) and Alam et al., (2014)
also published supportive evidences regarding
per cent fruit set in tomato and Prema et al.,
(2011a) in cherry tomato while, the least per
cent fruit set in Pusa Cherry Tomato 1 was
also observed by Vidyadhar et al., (2015).

In cherry tomato, the fruit number plant™ is a
prime character of importance which decides
the economic vyield of plant. The highest
number of fruits plant™ was recorded by the
genotype Pant Cherry Tomato 1 (360.80)
followed by Pusa Cherry Tomato 1 (326.70),
ITHR 2753 (306.50), LE 87 (268.20) and IIHR
2754 (250.90). The genotype HAT 20 was
recorded the least number of fruits plant™
(73.20).
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Table.1 Per se performance of cherry tomato genotypes for growth contributing characters

Plant Plant | Number of | Number of | Days to Node at Inter
height at | height primary primary first which first nodal
flowering | atfinal | branches branches | flowering | flowering | length of

(cm) harvest | plant®at | plant®at cluster main

(cm) flowering final (truss) stem

harvest appears (cm)
6175 11691 5.80 7.53 32.73 11.80 281 313
68.87  136.63 5.67 7.80 33.87 11.67 278 341
10199  209.27 10.67 16.53 28.53 10.73 319 564
7591 17575 9.80 14.80 33.27 12.80 213 4.23
8344 12817 10.33 9.33 29.20 11.13 257  3.36
8505  129.19 8.93 9.93 26.40 9.67 220 325
7101 122.99 7.13 8.47 33.27 12,07 221 321
7700 12572 8.87 9.87 36.20 12.60 240 413
7721 141.03 9.13 11.27 38.27 1353 235 419
90.01 15586 9.33 13.07 36.80 13.33 253 401
88.18 17359 8.40 11.07 38.80 14.07 201 3.8
7915 14081 9.33 11.00 35.67 11.87 317 374
88.19  124.30 7.73 8.20 34.80 12.73 226 313
8112 12276 7.00 8.67 38.07 12.67 281 328
68.65 12596 6.73 8.27 43.20 12.87 236 3.25
7835 13531 7.93 10.40 32.73 12.13 248  2.95
7191 22829 7.53 11.00 50.60 15.13 237 3.83
116.09  229.23 8.40 12.27 2753 11.40 236 321
111.81  201.25 10.40 14.30 42.80 13.73 322 326
8332  188.14 7.67 8.47 39.40 13.33 255  3.05
7562 14267 8.07 9.33 34.27 12.80 273 293
8167  138.64 7.20 8.87 42.60 14.40 269 291
10587  266.22 7.73 14.53 32.00 12.27 265 294

Tomato 1
114.44  261.86 11.07 15.00 34.47 12.13 369 371
Tomato 1

WG 8486 16336 8.37 10.83 35.65 12.54 261 353
SEd 7.965  6.724 0.956 0.417 2.763 0.633 0.076  0.106
22,640  19.113 2.718 1.187 7.855 1.798 0.215  0.301
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Table.2 Per se performance of cherry tomato genotypes for yield contributing characters

Number | Number of | Numbe | Number Days Per
of flowering r of of fruit from cent
flowers clusters fruits | cluster | fruitset [ fruitset
cluster™ | (truss) plant” | cluster | plant® | to fruit
- - maturity
5.27 35.87 320 2534 3293 5954 8110 4.97
4.93 36.27 327 2239 2993 6894 7320 4.80
720 103,07 540 3835 2667 7593 207.10 353
7.47 87.93 453 5921 2667  59.82 26820 3.27
5.47 81.80 387 4556  27.53 7196 17630 3.76
5.40 77.20 387 4320 2840 7160 16720 3.79
5.47 68.20 380 3616 3020 6842 13740 359
5.20 82.80 380 4845 2960 7187 18410 3.97
4.53 70.47 307 5156 3140  66.21 15830 4.27
6.73 74.40 440 4502 2867 6342 19810 4.40
5.33 66.40 433 4460 2667  77.64 19310 4.36
6.57 67.20 407 3715 3013 7326 15120 3.77
4.53 63.67 327 4599 2073 7213 15040 3.63
4.20 42.73 307 3238 3593 7460 9940 4.02
4.27 68.27 307 4844 2993 7035 14870 3.99
6.80 81.80 480 4410 2667 6870 21170 3.97
4.47 69.40 293 2546 3560 6719 7460 5.14
8.73 83.80 6.20 4944 2927 7178 30650 3.76
5.80 78.71 493 5089  29.60  83.94 25090 3.48
5.20 60.60 413 4094 3000 7821 169.10 3.77
5.13 54.73 407 3799 2940 8185 15460 3.74
5.00 56.60 387 3907 3060 7608 15120 353
45.13 48.33 1380 2614 3047 3120 360.80 321
Tomato 1
51.20 4155 1707 1914 3253 3413 32670 295
Tomato 1

9.17 66.74 495 3987 2994 6828 18333 3.90
0.221 2204 0159 1551 0222 1726 5571 0.105
0.629 6.264 0452 4409 0630 4906 15835 0.300
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Genotypes

ATL-01-19
HAT 20

LE 13
LE 87
LE 89
LE 315
LE 338
LE 598
LE 887

LE 1223
PAV 2373
VGT 89
VGT 90
VGT 95

VR 35

VRCT 17
VRCT 155
IIHR 2753
IHR 2754
IHR 2871
IHR 2873
IIHR 2876
Pant Cherry

Int.J.Curr.Microbiol. App.Sci (2018) 7(6): 1155-1165

Tomato 1

Pusa Cherry

Tomato 1

Mean
SEd

CD (0.05)

Number
width | of locules | weight
fruit™

9.55 1.55 2.93 15.96
8.63 1.38 2.87 14.76
7.37 1.17 2.60 6.29
6.18 1.13 2.73 4.42
7.40 1.13 3.00 6.10
7.25 1.17 2.93 5.53
7.20 1.17 2.33 6.41
7.15 1.17 3.07 5.74
8.23 1.23 2.93 5.98
8.41 1.28 2.97 7.95
8.00 1.24 2.27 7.68
7.37 1.18 2.33 8.92
6.21 111 3.07 5.17
6.99 1.17 2.00 9.61
6.82 1.14 2.33 4.86
7.31 1.19 2.53 5.98
10.05  3.03 2.80 15.38
7.13 1.01 2.67 4.40
6.21 0.97 2.27 4.20
6.39 1.11 2.20 4.13
6.32 1.09 2.07 411
6.11 1.09 2.33 4.05
5.49 1.12 2.00 3.28
5.19 0.98 2.00 3.71
7.21 1.24 2.55 6.86
0.248 0.042 0.091 0.208
0.704 0.118 0.258 0.592

Gomathi (2008) also reported that in the
parental lines with more fruit number plant™
also contributed to developing crosses of
more fruit number plant™ which corroborated
with the results of Prashanth (2003) and
Mehta and Asati (2008) in tomato and
Ceballos-Aguirreand Vallejo-Cabrera (2012),
Kumar et al., (2014) and Ramya et al., (2016)
in cherry tomato. Fruit length was found to be

(Continued...)

Number | Weight | Weight Yield
of seeds | of seeds | of 1000 hectare™
fruit® | fruit® | seeds (g) (tonnes)

96.90 0.2723 2.81  1296.51 25.93
89.61 0.2482 2.77 1077.61 21.55
94.52 0.1786 1.89  1300.28 26.00
39.24 0.0852 217  1183.50 23.67
37.04 0.0722 195 1073.92 21.48
33.58 0.0628 1.87 926.97 18.54
38.92 0.0767 1.97 881.25 17.62
34.85 0.0599 1.72  1055.65 21.11
36.31 0.0683 1.88 945.36 18.91
37.30 0.0724 194  1572.36 31.45
46.63 0.0839 1.80 1483.76 29.68
36.11 0.0755 2.09 1350.11 27.00
31.39 0.0574 1.83 779.46 15.59
58.35 0.1365 2.34 957.14 19.14
29.51 0.0513 1.74 723.90 14.48
36.31 0.0697 192  1265.89 25.32
93.38 0.2577 2.76  1148.01 22.96
27.20 0.0675 248  1348.79 26.97
25.55 0.0447 1.75 1054.03 21.08
25.08 0.0444 1.77 697.92 13.96
24.95 0.0429 1.72 634.85 12.70
24.59 0.0413 1.68 612.45 12.25
8.39 0.0112 134 118321 23.67
10.48 0.0133 127  1213.78 24.28
42.34 0.0900 198 1073.61 21.47
0.712 0.002 0.027  44.389 0.888
2.024 0.007 0.077 126.178 2.525

the highest (5.14 cm) in the genotype VRCT
155 followed by ATL-01-19 (4.97 cm). The
least value of fruit length was recorded by
Pusa Cherry Tomato 1 (2.95 cm) followed by
Pant Cherry Tomato 1 (3.21 cm).Among the
twenty four genotypes of the study, the
genotype VRCT 155 recorded the highest
fruit girth (10.05 cm) followed by ATL-01-19
(9.55 cm). The lowest fruit girth (7.15 cm)
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was noticed in Pusa Cherry Tomato 1 (5.19
cm). Fruit width was found to be the highest
(3.03 cm) in the genotype VRCT 155
followed by ATL-01-19 (1.55 cm). The least
value of fruit width was recorded by Pusa
Cherry Tomato 1 (0.98 cm). Shorter fruit
length, fruit girth and fruit width of cherry
tomato genotype may due to character of
cerasiforme species. The present result
correlates with the outcome of Kumar et al.,
(2014) in cherry tomato.

Tomato fruits with less locules is preferable
for processing industries as it gives better
firmness and indirectly better storability.
Presence of limited number of locules in
cherry tomato (2-3) is preferred than fruits
having more locules as cherry tomato is
generally preferred as table fruit vegetable.
The minimum number of locules (2.00) was
observed in genotypes VGT 95, Pant Cherry
Tomato 1 and Pusa Cherry Tomato 1, while
the maximum value for this trait was noted in
LE 598 (3.07).

These results were in consonance with the
findings of Kamimura et al., (1985) and
Dundi and Mandalageri (1991) in tomato and
Nu et al., (1997) and Renuka et al., (2014) in
cherry tomato. Fruit weight is yet another
important yield component that contributes
directly to the yield. The single fruit weight
was highest in the genotype ATL-01-19
(15.96 g) followed by VRCT 155 (15.38 @),
HAT 20 (14.76 g), VGT 95 (9.61 g), VGT 89
(8.92 g), LE 1223 (7.95 g), PAV 2373 (7.68
g), LE 338 (6.41 g) and LE 13 (6.29 g) while
it was lowest in Pant Cherry Tomato 1 (3.28
g) followed by Pusa Cherry Tomato 1 (3.71
g). Indu Rani (2002) also concluded that the
parents exhibited higher per se for fruit
weight in tomato. It also conformity with the
findings of Macua et al., (2009), Boches et
al., (2011) and Ramya et al., (2016) in cherry
tomato.

A fruit with more number of seeds is a
preferable trait in hybrid vegetables which
could increase revenue during hybrid seed
production. However in cherry tomato, lesser
number of seeds fruit® is preferred as it is
consumed as salad. The minimum number of
seeds fruit™ (8.39) was observed in genotypes
Pant Cherry Tomato 1 followed by Pusa
Cherry Tomato 1 (10.48), while the maximum
value for this trait was noted in ATL-01-19
(96.90) followed by LE 13 (94.52). The seed
weight in cherry tomato fruit should be less,
so that the fruit will have more pulp. However
more number of seeds fruit® will also
contribute to the increase in individual fruit
weight in cherry tomato.

In cherry tomato, more seed weight is not
preferred as it is consumed as salad. Among
the 24 genotypes of cherry tomato, the
genotype Pant Cherry Tomato 1 registered the
least seed weight of 0.0112 g followed by
Pusa Cherry Tomato 1 as 0.0133 g whereas,
the genotype ATL-01-19 recorded the highest
seed weight fruit! of 0.2723 g followed by
VRCT 155 (0.2577 g). The 1000 seeds weight
was found to be the highest in the genotype
ATL-01-19 (2.81 g) followed by HAT 20
(277 g) and VRCT 155 (2.76 g). The
genotype Pusa Cherry Tomato 1 recorded the
lowest 1000 seeds weight of 1.27 g and an
overall mean of 1.98 g was recorded for this
trait. Light weight of cherry tomato seeds may
be due to genetic character of the cerasiforme
species (Kumar et al., 2014).

Yield is a composite character and is
dependent on its constituent traits and their
inheritance.  Any  alteration in these
component traits would reflect on total yield.
Selection of parents with the highest fruit
yield is the primary objective in any hybrid
development programme. The fruit vyield
plant® was found to be highest in the
genotype LE 1223 (1572.36 g) followed by
PAV 2373 (1483.76 g), VGT 89 (1350.11 g)
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and 1IHR 2753 (1348.79 g). The genotype VR
35 recorded the lowest fruit yield plant™ of
723.90 g. The increased yield may be due to
the increased major growth and vyield
contributing characters under shade net house
condition. The high yielding potential of any
genotype will serve as the good parents for
further crop improvement programme. Thus,
the present result correlates with the outcome
of Samadia et al., (2006), Mehta and Asati
(2008), Manna and Paul (2012), Reddy et al.,
(2013) in tomato and Prema et al., (2011a),
Silva et al., (2011), Ceballos-Aguirreand
Vallejo-Cabrera (2012), Kumar et al., (2014),
Renuka et al., (2014) and Ramya et al.,
(2016) in cherry tomato. Among the 24
genotypes of cherry tomato of the study, the
genotype LE 1223 registered the highest yield
hectare™ of 31.45 tonnes followed by PAV
2373 (29.68 tonnes) and VGT 89 (27.00
tonnes). The lowest yield hectare™ of 12.25
tonnes was noted in IIHR 2876. These results
were in agreement with the reports of Renuka
et al., (2014) and Ramya et al., (2016) in
cherry tomato.

Phenotypic diversity was observed among the
evaluated cherry tomato genotypes for growth
and yield characters, being promising in
genetic breeding programs of cherry tomato.
In this study, the cherry tomato genotypes LE
13, LE 87, LE 1223, VGT 89, IIHR 2753,
IIHR 2754, Pant Cherry Tomato 1 and Pusa
Cherry Tomato 1 are good performing for
various growth and yield contributing
characters taken under study. Hence, these
genotypes could be better utilized for further
breeding programme for the improvement of
fruit yield.
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